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<210> 1 

<211> 1232 

<212> DNA 

<213> Homo sapiens 



<400> 1 

gtcgacccac 

atgcaagagc 

ctcagggaag 

gtccatttgc 

catgggcaca 

catagtgtca 

tcttgtctgc 

gccctgggcc 

ccttgggaag 

gagtctggcc 

ccatacatgt 

ccagctctgg 

gtcaagggcc 

gaggccagag 

acagccgaca 

cacctctatt 

ctttgggagg 

atggtgaaac 

tgtaatccca 

gttgcagtga 

tctcaaaaaa 



gcgtccgctc 
cagcaaccac 
gggaccagaa 
taatgttccc 
tttacttaca 
ccaccctgtc 
acaaaaacag 
tgggccacca 
ccagctgtgg 
tatctcagag 
catgtggccc 
gtctagaaac 
tgagacagta 
gctgaatctg 
ggctagcaca 
aaatgggtgc 
ctgaggaggg 
cccatctcta 
gctactcagg 
gccaagatcg 
aaaaaaaaaa 



agaagcacct 
tgtgctcata 
caggggacca 
tgcagctgtc 
cagatgcaca 
aattgcccca 
ggatggtctc 
catagggtcc 
ttgtcatgac 
ttgccagcct 
aaccgatcag 
tatcacatag 
tcatctcacc 
gaaggccatg 
tggcatgctt 
tgcaggccgg 
cagatcacga 
ctaaaaatac 
aggctgaggc 
cgccactgca 
aagggcggcc 



tgactcacac 
ctgttcttcc 
tcttcactgg 
tcaggtggac 
gaacctgaca 
gaaagaggac 
gggagaataa 
gctgcctact 
agcagccacc 
ttccctgtct 
ctagtgagaa 
accacaaaga 
agcagacatt 
acaagagtga 
agggctgtgc 
gcgcagtggc 
ggttaggaga 
acaaattagc 
aggagaatag 
ctccagcccg 
gc 



aggatttata 
ccaccagact 
tcctgggcct 
gcgactgcca 
tgctcccttt 
ctgagccaac 
tgaagaggaa 
gtgtctctgg 
cctggagctc 
accagaccat 
ctggcgagtg 
aactcactgt 
caaatttgat 
ggaggattca 
cggggcttgt 
tcacacctgt 
tggaggccat 
tgggtgtggt 
cttgaacgca 
ggagacagta 



ccagtctttc 
tcagcatcct 
ttctctctgt 
catccttgaa 
tgagtcccaa 
agcactgcat 
gatttggctt 
gtcccgtgct 
ccacagcatg 
ggaggtccag 
acttagagag 
ggtcctcaga 
cttcctttct 
aggagtggca 
ggagccctgt 
aatcctagca 
cctgaccaac 
agcagacgcc 
ggaggcggag 
caagactccg 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1232 



<210> 2 

<211> 591 

<212> DNA 

<213> Homo sapiens 

<400> 2 

atgcaagagc cagcaaccac tgtgctcata ctgttcttcc ccaccagact tcagcatcct 60 

ctcagggaag gggaccagaa caggggacca tcttcactgg tcctgggcct ttctctctgt 120 

gtccatttgc taatgttccc tgcagctgtc tcaggtggac gcgactgcca catccttgaa 180 



- 1 - 



catgggcaca 
catagtgtca 
tcttgtctgc 
gccctgggcc 
ccttgggaag 
gagtctggcc 
ccatacatgt 



tttacttaca 
ccaccctgtc 
acaaaaacag 
tgggccacca 
ccagctgtgg 
tatctcagag 
catgtggccc 



cagatgcaca 
aattgcccca 
ggatggtctc 
catagggtcc 
ttgtcatgac 
ttgccagcct 
aaccgatcag 



gaacctgaca 
gaaagaggac 
gggagaataa 
gctgcctact 
agcagccacc 
ttccctgtct 
ctagtgagaa 



tgctcccttt 
ctgagccaac 
tgaagaggaa 
gtgtctctgg 
cctggagctc 
accagaccat 
ctggcgagtg 



tgagtcccaa 24 0 
agcactgcat 300 
gatttggctt 360 
gtcccgtgct 420 
ccacagcatg 4 80 
ggaggtccag 540 
a 591 



<210> 3 
<211> 196 
<212> PRT 

<213> Homo sapiens 
<400> 3 

Met Gin Glu Pro Ala Thr Thr Val Leu lie Leu Phe Phe Pro Thr Arg 
15 10 15 

Leu Gin His Pro Leu Arg Glu Gly Asp Gin Asn Arg Gly Pro Ser Ser 
20 25 30 

Leu Val Leu Gly Leu Ser Leu Cys Val His Leu Leu Met Phe Pro Ala 
35 40 45 

Ala Val Ser Gly Gly Arg Asp Cys His lie Leu Glu His Gly His lie 
50 55 60 

Tyr Leu His Arg Cys Thr Glu Pro Asp Met Leu Pro Phe Glu Ser Gin 
65 70 75 80 

His Ser Val Thr Thr Leu Ser lie Ala Pro Glu Arg Gly Pro Glu Pro 
85 90 95 

Thr Ala Leu His Ser Cys Leu His Lys Asn Arg Asp Gly Leu Gly Arg 
100 105 110 

lie Met Lys Arg Lys lie Trp Leu Ala Leu Gly Leu Gly His His lie 
115 120 125 

Gly Ser Ala Ala Tyr Cys Val Ser Gly Ser Arg Ala Pro Trp Glu Ala 
130 135 140 

Ser Cys Gly Cys His Asp Ser Ser His Pro Trp Ser Ser His Ser Met 
145 150 155 160 

Glu Ser Gly Leu Ser Gin Ser Cys Gin Pro Phe Pro Val Tyr Gin Thr 
165 170 175 

Met Glu Val Gin Pro Tyr Met Ser Cys Gly Pro Thr Asp Gin Leu Val 
180 185 190 

Arg Thr Gly Glu 
195 



<210> 4 
<211> 53 
<212> PRT 

<213> Homo sapiens 



- 2 - 



<400> 4 

Met Gin Glu Pro Ala Thr Thr Val Leu lie Leu Phe Phe Pro Thr Arg 
15 10 15 

Leu Gin His Pro Leu Arg Glu Gly Asp Gin Asn Arg Gly Pro Ser Ser 
20 25 30 

Leu Val Leu Gly Leu Ser Leu Cys Val His Leu Leu Met Phe Pro Ala 
35 40 45 

Ala Val Ser Gly Gly 
50 



<210> 5 
<211> 143 
<212> PRT 

<213> Homo sapiens 

Arg Asp Cys His lie Leu Glu His Gly His lie Tyr Leu His Arg Cys 
15 10 15 

Thr Glu Pro Asp Met Leu Pro Phe Glu Ser Gin His Ser Val Thr Thr 
20 25 30 

Leu Ser lie Ala Pro Glu Arg Gly Pro Glu Pro Thr Ala Leu His Ser 
35 40 45 

Cys Leu His Lys Asn Arg Asp Gly Leu Gly Arg lie Met Lys Arg Lys 
50 55 60 

lie Trp Leu Ala Leu Gly Leu Gly His His lie Gly Ser Ala Ala Tyr 
65 70 75 80 

Cys Val Ser Gly Ser Arg Ala Pro Trp Glu Ala Ser Cys Gly Cys His 
85 90 95 

Asp Ser Ser His Pro Trp Ser Ser His Ser Met Glu Ser Gly Leu Ser 
100 105 110 

Gin Ser Cys Gin Pro Phe Pro Val Tyr Gin Thr Met Glu Val Gin Pro 
115 120 125 

Tyr Met Ser Cys Gly Pro Thr Asp Gin Leu Val Arg Thr Gly Glu 
130 135 140 



<210> 6 
<211> 58 
<212> PRT 

<213> Homo sapiens 
<400> 6 

Arg Ala Pro Trp Glu Ala Ser Cys Gly Cys His Asp Ser Ser His Pro 
15 10 15 

Trp Ser Ser His Ser Met Glu Ser Gly Leu Ser Gin Ser Cys Gin Pro 
20 25 30 



- 3 - 



Phe Pro Val Tyr Gin Thr Met Glu Val Gin Pro Tyr Met Ser Cys Gly 
35 40 45 

Pro Thr Asp Gin Leu Val Arg Thr Gly Glu 
50 55 



<210> 7 
<211> 21 
<212> PRT 

<213> Homo sapiens 
<400> 7 

lie Trp Leu Ala Leu Gly Leu Gly His His lie Gly Ser Ala Ala Tyr 
15 10 15 

Cys Val Ser Gly Ser 
20 



<210> 8 
<211> 64 
<212> PRT 

<213> Homo sapiens 
<400> 8 

Arg Asp Cys His lie Leu Glu His Gly His lie Tyr Leu His Arg Cys 
15 10 15 

Thr Glu Pro Asp Met Leu Pro Phe Glu Ser Gin His Ser Val Thr Thr 
20 25 30 

Leu Ser lie Ala Pro Glu Arg Gly Pro Glu Pro Thr Ala Leu His Ser 
35 40 45 

Cys Leu His Lys Asn Arg Asp Gly Leu Gly Arg lie Met Lys Arg Lys 
50 55 60 



<210> 9 
<211> 22 
<212> PRT 

<213> Homo sapiens 
<400> 9 

Leu Phe Phe Pro Thr Arg Leu Gin His Pro Leu Arg Glu Gly Asp Gin 
1 5 10 15 

Asn Arg Gly Pro Ser Ser 
20 



<210> 10 
<211> 18 
<212> PRT 

<213> Homo sapiens 



- 4 - 



<400> 10 

Leu Val Leu Gly Leu Ser Leu Cys Val His Leu Leu Met Phe Pro Ala 
15 10 15 

Ala Val 



<210> 11 
<211> 67 
<212> PRT 

<213> Homo sapiens 
<400> 11 

Ser Gly Gly Arg Asp Cys His lie Leu Glu His Gly His lie Tyr Leu 
15 10 15 

His Arg Cys Thr Glu Pro Asp Met Leu Pro Phe Glu Ser Gin His Ser 
20 25 30 

Val Thr Thr Leu Ser lie Ala Pro Glu Arg Gly Pro Glu Pro Thr Ala 
35 40 45 

Leu His Ser Cys Leu His Lys Asn Arg Asp Gly Leu Gly Arg lie Met 
50 55 60 

Lys Arg Lys 
65 



<210> 12 
<400> 12 
000 



<210> 13 
<400> 13 
000 



<210> 14 
<400> 14 
000 



<210> 15 
<400> 15 
000 



<210> 16 
<400> 16 
000 



<210> 17 
<400> 17 
000 



- 5 - 



<210> 18 
<400> 18 
000 



<210> 19 
<400> 19 
000 



<210> 20 
<400> 20 
000 



<210> 21 

<211> 1202 

<212> DNA 

<213> Homo sapiens 



<400> 21 

gtcgacccac 

cataaagtgt 

acaaggagct 

tacagggctt 

aacactcttg 

taatccttta 

tctgtctttt 

agtgagcctg 

tgggaaagga 

catgagaagg 

ggcatagggt 

gggaggaagg 

ttcataagaa 

ttgagtggcc 

aattaaaagc 

ccaaccagca 

cctgaccaac 

ggcatgcgcc 

ggaggcagag 

cgagactctg 

gc 



gcgtccggaa 
tctgagtttg 
ggctttgggc 
atgtatgtgg 
gatttccaat 
gggaggcaga 
tacttctctg 
gccaggacag 
tgttagcttc 
agacaatgaa 
aaaactggga 
aaggagaaga 
gacaaagaac 
aataaataca 
actgtgagat 
ctttgggagg 
atggtgaaac 
tgtaattcca 
attacagtga 
tcttaaaaaa 



accattccac 
taatcagata 
taggctgctc 
aaactgttgg 
attatgtttg 
aaaggccaga 
ggcctttatc 
taacctgtgg 
tcaggtttta 
gaagatgggt 
cagagatact 
gagggagata 
ccaataaaaa 
taaaaatatg 
accactacac 
ccgaggtggg 
cctgtctcta 
gctactcagg 
gccgagatca 
aaaaaaaaaa 



aatcaccctc 
ttgtcacact 
cttgcctatg 
aacactgatt 
agtaaaagaa 
atgcaaagcc 
tggggagggc 
gcttgtgatg 
aagtgtcctg 
gagggggaga 
gtgggagaac 
aaaacagttt 
tgggcaacag 
ctcaacatct 
actgatgaga 
cggatcatga 
ctaaacatac 
aggctgaggc 
tgcccttgca 



ctgaggaact 
ggttccttca 
attggggaag 
aaatgggatg 
ctgctatcca 
atcttttcat 
atgtttcccc 
acattatttc 
gaggagaaga 
tagtgtaaga 
gatagctgca 
ggagaaactc 
ataccacaga 
ataattacca 
atggctaaaa 
ggtcaggagt 
aaaaattagc 
aggagaatcg 
ctctagcctg 



aaaaaaaaaa aaaaaaaaaa 



cttagcactg 
aacagacatg 
gttaaacccc 
gacttcactt 
caaacaccat 
tacactaggg 
cacttggaac 
taatagggaa 
gaaaggacga 
ccctgagaat 
gagggacaga 
tcacaataca 
agatgatata 
gggaaatgca 
tcaaaaaaga 
ttgagactag 
tgggggtggt 
cttgaaccca 
ggtgacagag 
aagggcggcc 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1202 



<210> 22 

<211> 255 

<212> DNA 

<213> Homo sapiens 



<400> 22 

atgcaaagcc atcttttcat tacactaggg tctgtctttt tacttctctg ggcctttatc 



gagggggaga tagtg 



60 



tgggQSQggc atgtttcccc cacttggaac agtgagcctg gccaggacag taacctgtgg 120 
gcttgtgatg acattatttc taatagggaa tgggaaagga tgttagcttc tcaggtttta 180 
aagtgtcctg gaggagaaga gaaaggacga catgagaagg agacaatgaa gaagatgggt 240 



255 



<210> 23 
<211> 85 
<212> PRT 



- 6 - 



<213> Homo sapiens 



<400> 23 
Met Gin Ser His 
1 

Trp Ala Phe lie 
20 

Pro Gly Gin Asp 

35 

Arg Glu Trp Glu 
50 

Gly Glu Glu Lys 
65 

Glu Gly Glu lie 



Leu Phe lie Thr 
5 

Trp Gly Gly His 

Ser Asn Leu Trp 
40 

Arg Met Leu Ala 
55 

Gly Arg His Glu 
70 

Val 
85 



Leu Gly Ser Val 
10 

Val Ser Pro Thr 
25 

Ala Cys Asp Asp 



Ser Gin Val Leu 
60 

Lys Glu Thr Met 
75 



Phe Leu Leu Leu 
15 

Trp Asn Ser Glu 
30 

lie lie Ser Asn 
45 

Lys Cys Pro Gly 



Lys Lys Met Gly 
80 



<210> 24 
<211> 23 
<212> PRT 

<213> Homo sapiens 
<400> 24 

Met Gin Ser His Leu Phe lie Thr Leu Gly Ser Val Phe Leu Leu Leu 
15 10 15 

Trp Ala Phe lie Trp Gly Gly 
20 



<210> 25 
<211> 62 
<212> PRT 

<213> Homo sapiens 
<400> 25 

His Val Ser Pro Thr Trp Asn Ser Glu Pro Gly Gin Asp Ser Asn Leu 
15 10 15 

Trp Ala Cys Asp Asp lie lie Ser Asn Arg Glu Trp Glu Arg Met Leu 
20 25 30 

Ala Ser Gin Val Leu Lys Cys Pro Gly Gly Glu Glu Lys Gly Arg His 
35 40 45 

Glu Lys Glu Thr Met Lys Lys Met Gly Glu Gly Glu lie Val 
50 55 60 



<210> 26 
<400> 26 
000 



<210> 27 
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<400> 27 
000 



<210> 28 
<400> 28 
000 



<210> 29 
<400> 29 
000 



<210> 30 
<400> 30 
000 



<210> 31 

<211> 622 

<212> DNA 

<213> Homo sapiens 



<400> 31 

gtcgacccac 

tgactagtat 

tcagggtgga 

ccttgtgccc 

tgccatgcaa 

cgattgtgag 

ttctgagact 

ataataaagt 

aaatattgac 

ctatcaaaat 

aaaaaaaaaa 



gcgtccggtg 
gagcctcagt 
gtgctgatgg 
tcccagggct 
ggttgcattt 
tctgccccag 
gacagtcaac 
ccttgtattt 
caactctgaa 
ttaatccttt 
aagggcggcc 



agggaagacg 
ttgccttccg 
gtatggactg 
tcagctggtg 
tgaccagggg 
ctccagagac 
agagccacac 
atacaaaaca 
aaacattgac 
aaataaaaat 
gc 



gtagggaagt 
gaagtgggag 
ggttccttgg 
gcgctggctg 
gaaggaggtc 
acggcaaggt 
tgtatggagt 
gcattctcag 
gatgacccac 
aagcacacta 



gacacccttt 
gaaggttcta 
gacctgaggc 
cttgactttc 
attcttgagg 
tgtttggaag 
gccaaatgct 
catcgacaat 
accagatagg 
aaaaaaaaaa 



cagtgagtac 
ccttagcctg 
tcctgctgta 
tggaaatgga 
gtggctggat 
ctcctcctcc 
gatcgcttta 
tatgaaatca 
atcaaacgtt 
aaaaaaaaaa 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

622 



<210> 32 

<211> 273 

<212> DNA 

<213> Homo sapiens 



<400> 32 

atgggtatgg actgggttcc ttgggacctg aggctcctgc tgtaccttgt gccctcccag 



60 



ggcttcagct ggtggcgctg gctgcttgac tttctggaaa tggatgccat gcaaggttgc 120 

attttgacca gggggaagga ggtcattctt gagggtggct ggatcgattg tgagtctgcc 180 

ccagctccag agacacggca aggttgtttg gaagctcctc ctccttctga gactgacagt 24 0 

caacagagcc acactgtatg gagtgccaaa tgc 273 



<210> 33 
<211> 91 
<212> PRT 

<213> Homo sapiens 
<400> 33 

Met Gly Met Asp Trp Val Pro Trp Asp Leu Arg Leu Leu Leu Tyr Leu 
15 10 15 
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Val Pro Ser Gin Gly Phe Ser Trp Trp Arg Trp Leu Leu Asp Phe Leu 
20 25 30 



Glu Met Asp Ala Met Gin Gly Cys 
35 40 

lie Leu Glu Gly Gly Trp lie Asp 
50 55 

Thr Arg Gin Gly Cys Leu Glu Ala 
65 70 

Gin Gin Ser His Thr Val Trp Ser 
85 



lie Leu Thr Arg Gly Lys Glu Val 
45 

Cys Glu Ser Ala Pro Ala Pro Glu 
60 

Pro Pro Pro Ser Glu Thr Asp Ser 
75 80 

Ala Lys Cys 
90 



<210> 34 
<211> 22 
<212> PRT 



<400> 34 

Met Gly Met Asp Trp Val Pro Trp Asp Leu Arg Leu Leu Leu Tyr Leu 
15 10 15 



Val Pro Ser Gin Gly Phe 
20 



<210> 35 
<211> 69 
<212> PRT 

<213> Homo sapiens 
<400> 35 

Ser Trp Trp Arg Trp Leu Leu Asp Phe Leu Glu Met Asp Ala Met Gin 
15 10 15 

Gly Cys lie Leu Thr Arg Gly Lys Glu Val lie Leu Glu Gly Gly Trp 
20 25 30 

lie Asp Cys Glu Ser Ala Pro Ala Pro Glu Thr Arg Gin Gly Cys Leu 
35 40 45 

Glu Ala Pro Pro Pro Ser Glu Thr Asp Ser Gin Gin Ser His Thr Val 
50 55 60 

Trp Ser Ala Lys Cys 
65 
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